Sequence Listing 
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<160> 6 

<210> 1 

<211> 469 

<212> DNA 

<213> Homo sapien 

<400> 1 



ttcgcccttc 


tgtgctctgc 


ctctgaggag 


accatggccc 


agtatctgag 


50 


taccctgctg 


ctcctgctgg 


ccaccctagc 


tgtggccctg 


gcctggagcc 


100 


ccaaggagga 


ggataggata 


atcccgggtg 


gcatctataa 


cgcagacctc 


150 


aatgatgagt 


gggtacagcg 


tgcccttcac 


ttcgccatca gcgagtataa 


200 


caaggccacc 


aaagatgact 


actacagacg 


tccgctgcgg 


gtactaagag 


250 


ccaggcaaca 


gaccgttggg ggggtgaatt 


acttcttcga 


cgtagaggtg 


300 


ggccgaacca 


tatgtaccaa 


gtcccagccc 


aacttggaca 


cctgtgcctt 


350 


ccatgaacag 


ccagaactgc 


agaagaaaca 


gttgtgctct 


ttcgagatct 


400 


acgaagttcc 


ctgggagaac 


agaaggtccc 


tggtgaattc 


caggtgtcaa 


450 


gaagcctagg 


gaagggcga 46 9 









<210> 2 

<211> 694 

<212> DNA 

<213> Homo sapien 



<400> 2 



1 



gcctccgagg 


aga'ccatggc 


ctggcccctg 


tgcaccctgc 


tgctcctgct 


50 


ggccacccag 


gctgtggccc 


tggcctggag 


cccccaggag 


gaggacagga 


100 


taatcgaggg 


tggcatctat 


gatgcagacc 


tcaatgatga 


gcgggtacag 


150 


cgtgcccttc 


actttgtcat 


cagcgagtat 


aacaaggcca 


ctgaagatga 


200 


gtactacaga 


cgcctgctgc 


gggtgctacg 


agccagggag 


cagatcgtgg 


250 


gcggggtgaa 


ttacttcttc 


gacatagagg 


tgggccgaac 


catatgtacc 


300 


aagtcccagc 


ccaacttgga 


cacctgtgcc 


ttccatgaac 


agccagaact 


350 


gcagaagaaa 


cagttgtgct 


ctttccagat 


ctacgaagtt 


ccctgggagg 


400 


acagaatgtc 


cctggtgaat 


tccaggtgtc 


aagaagccta 


gggatctgtg 


450 


ccagggagtc 


acactgacca 


cctcctactc 


ccaccccttg 


tagtgctccc 


500 


acccctggac 


tqqtqqcccc 


caccctgtgg 


qaqqtctccc 


catgcacctg 


550 


cagcaggaga 


agacagagaa 


ggctgcagga 


ggcctttgtt 


gctcagcagg 


600 


ggactctgcc 


ctccctcctt 


ccttttgctt 


ctcatagccc 


tggtacatgg 


650 


tacacacacc 


cccacctcct 


gcaattaaac 


agtagcatca 


cctc 694 





<210> 3 

<211> 1658 

<212> DNA 

<213> Homo sapien 

<400> 3 



ggaaggcagc 


ggcagctcca 


ctcagccagt 


acccagatac 


gctgggaacc 


50 


ttccccagcc 


atggcttccc 


tggggcagat 


cctcttctgg 


agcataatta 


100 


gcatcatcat 


tattctggct 


ggagcaattg 


cactcatcat 


tggctttggt 


150 


atttcaggga 


gacactccat 


cacagtcact 


actgtcgcct 


cagctgggaa 


200 


cattggggag gatggaatcc 


tgagctgcac 


ttttgaacct 


gacatcaaac 


250 


tttctgatat 


cgtgatacaa 


tggctgaagg 


aaggtgtttt 


aggcttggtc 


300 


catgagttca 


aagaaggcaa 


agatgagctg 


tcggagcagg 


atgaaatgtt 


350 


cagaggccgg 


acagcagtgt 


ttgctgatca 


agtgatagtt 


ggcaatgcct 


400 


ctttgcggct 


gaaaaacgtg 


caactcacag 


atgctggcac 


ctacaaatgt 


450 


tatatcatca 


cttctaaagg 


caaggggaat 


gctaaccttg 


agtataaaac 


500 


tggagccttc 


agcatgccgg 


aagtgaatgt 


ggactataat 


gccagctcag 


550 


agaccttgcg 


gtgtgaggct 


ccccgatggt 


tcccccagcc 


cacagtggtc 


600 



2 



tgggcatccc 


aag'ttgacca 


gggagccaac 


ttctcggaag 


tctccaatac 


650 


cagctttgag 


ctgaactctg 


agaatgtgac 


catgaaggtt 


gtgtctgtgc 


700 


tctacaatgt 


tacgatcaac 


aacacatact 


cctgtatgat 


tgaaaatgac 


750 


attgccaaag 


caacagggga 


tatcaaagtg 


acagaatcgg 


agatcaaaag 


800 


gcggagtcac 


ctacagctgc 


taaactcaaa 


ggcttctctg 


tgtgtctctt 


850 


ctttctttgc 


catcagctgg 


gcacttctgc 


ctctcagccc 


ttacctgatg 


900 


ctaaaataat 


gtgccttggc 


cacaaaaaag 


catgcaaagt 


cattgttaca 


950 


acagggatct 


acagaactat 


ttcaccacca 


gatatgacct 


agttttatat 


1000 


ttctgggagg 


aaatgaattc 


atatctagaa 


gtctggagtg 


agcaaacaag 


1050 


agcaagaaac 


aaaaagaagc 


caaaagcaga 


aggctccaat 


atgaacaaga 


1100 


taaatctatc 


ttcaaagaca 


tattagaagt 


tgggaaaata 


attcatgtga 


1150 


actagacaag 


tgtgttaaga 


gtgataagta 


aaatgcacgt 


ggagacaagt 


1200 


gcatccccag 


atctcaggga 


cctccccctg 


cctgtcacct 


ggggagtgag 


1250 


aggacaggat 


agtgcatgtt 


ctttgtctct 


gaatttttag 


ttatatgtgc 


1300 


tgtaatgttg 


ctctgaggaa 


gcccctggaa 


agtctatccc 


aacatatcca 


1350 


catcttatat 


tccacaaatt 


aagctgtagt 


atgtacccta 


agacgctgct 


1400 


aattgactgc 


cacttcgcaa 


ctcaggggcg 


gctgcatttt 


agtaatgggt 


1450 


caaatgattc 


actttttatg 


atgcttccaa 


aggtgccttg' 


gcttctcttc 


1500 


ccaactgaca 


aatgccaaag 


4- 4- 3 ^ ^ -r\ ^ a 

LLyayaaaaa 


cgaccauaat 


4- 4- 4- /"fx"* i> +- a is 

u u uagcauaa 




acagagcagt 


c ggggacacc 


gattttataa 


ataaactgag 


caccttcttt 


1600 


ttaaacaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


1650 


aaaaaaaa 1658 











<210> 4 

<211> 141 

<212> PRT 

- <213> Homo sapien 

<400> 4 

Met Ala Gin Tyr Leu Ser Thr Leu Leu Leu Leu Leu Ala Thr Leu 
15 10 15 

Ala Val Ala Leu Ala Trp Ser Pro Lys Glu Glu Asp Arg lie lie 
20 25 30 

Pro Gly Gly lie Tyr Asn Ala Asp Leu Asn Asp Glu Trp Val Gin 
35 40 " 45 



3 



Arg Ala Leu His Phe Ala lie Ser Glu Tyr Asn Lys Ala Thr Lys 
50 55 60 



Asp Asp Tyr Tyr Arg Arg Pro Leu Arg Val Leu Arg Ala Arg Gin 

65 " 70 ^ ~ 75 

Gin Thr Val Gly Gly Val Asn Tyr Phe Phe Asp Val Glu Val Gly 

80 85 90 

Arg Thr lie Cys Thr Lys Ser Gin Pro Asn Leu Asp Thr Cys Ala 

95 " 100 * 105 

Phe His Glu Gin Pro Glu Leu Gin Lys Lys Gin Leu Cys Ser Phe 

110 115 120 

Glu lie Tyr Glu Val Pro Trp Glu Asn Arg Arg Ser Leu Val Asn 

125 130 135 

Ser Arg Cys Gin Glu Ala 
140 

<210> 5 

<211> 141 

<212> PRT 

<213> Homo sapien 

<400> 5 

Met Ala Trp Pro Leu Cys Thr Leu Leu Leu Leu Leu Ala Thr Gin 

1 5 10 15 

Ala Val Ala Leu Ala Trp Ser Pro Gin Glu Glu Asp Arg lie lie 

20 25 30 

Glu Gly Gly lie Tyr Asp Ala Asp Leu Asn Asp Glu Arg Val Gin 

35 40 45 

Arg Ala Leu His Phe Val lie Ser Glu Tyr Asn Lys Ala Thr Glu 

50 55 60 

Asp Glu Tyr Tyr Arg Arg Leu Leu Arg Val Leu Arg Ala Arg Glu 

65 ^ 70 " 75 

Gin He Val Gly Gly Val Asn Tyr Phe Phe Asp He Glu Val Gly 

80 85 90 

Arg Thr He Cys Thr Lys Ser Gin Pro Asn Leu Asp Thr Cys Ala 

95 100 105 

Phe His Glu Gin Pro Glu Leu Gin Lys Lys Gin Leu Cys Ser Phe 

110 "* 115 " 120 

Gin He Tyr Glu Val Pro Trp Glu Asp Arg Met Ser Leu Val Asn 

125 130 135 

Ser Arg Cys Gin Glu Ala 
140 

<210> 6 



4 



<211> 282 
<212> PRT 
<213> Homo sapien 

<400> 6 

Met Ala Ser Leu Gly Gin lie Leu Phe Trp Ser lie lie Ser lie 
15 10 15 

He He He Leu Ala Gly Ala He Ala Leu He He Gly Phe Gly 
20 25 30 

He Ser Gly Arg His Ser He Thr Val Thr Thr Val Ala Ser Ala 
35 40 45 

Gly Asn He Gly Glu Asp Gly He Leu Ser Cys Thr Phe Glu Pro 
50 55 60 

Asp He Lys Leu Ser Asp He Val He Gin Trp Leu Lys Glu Gly 
65 70 75 

Val Leu Gly Leu Val His Glu Phe Lys Glu Gly Lys Asp Glu Leu 
80 " 85 90 

Ser Glu Gin Asp Glu Met Phe Arg Gly Arg Thr Ala Val Phe Ala 
95 ' 100 105 

Asp Gin Val He Val Gly Asn Ala Ser Leu Arg Leu Lys Asn Val 
110 115 120 

Gin Leu Thr Asp Ala Gly Thr Tyr Lys Cys Tyr He He Thr Ser 
125 130 135 

Lys Gly Lys Gly Asn Ala Asn Leu Glu Tyr Lys Thr Gly Ala Phe 
140 145 150 

Ser Met Pro Glu Val Asn Val Asp Tyr Asn Ala Ser Ser Glu Thr 
155 160 165 

Leu Arg Cys Glu Ala Pro Arg Trp Phe Pro Gin Pro Thr Val Val 
170 175 180 

Trp Ala Ser Gin Val Asp Gin Gly Ala Asn Phe Ser Glu Val Ser 
185 190 195 

Asn Thr Ser Phe Glu Leu Asn Ser Glu Asn Val Thr Met Lys Val 
200 205 210 

Val Ser Val Leu Tyr Asn Val Thr He Asn Asn Thr Tyr Ser Cys 
215 220 " 225 

Met He Glu Asn Asp He Ala Lys Ala Thr Gly Asp He Lys Val 
230 235 240 

Thr Glu Ser Glu He Lys Arg Arg Ser His Leu Gin Leu Leu Asn 
245 250 255 

Ser Lys Ala Ser Leu Cys Val Ser Ser Phe Phe Ala He Ser Trp 
260 * 265 270 



5 



Ala Leu Leu Pro Leu Ser Pro Tyr Leu Met Leu Lys 
275 " 280 



6 



